Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.074; wR factor = 0.251; data-to-parameter ratio = 24.9.
The title compound, C 8 H 8 F 2 , lies across a crystallographic inversion centre. The structure features short CÁ Á ÁF [2.8515 (18) Å ] and FÁ Á ÁF [2.490 (4) Å ] contacts, which are significantly shorter than the sum of the van der Waals radii of these atoms. The F atom and methylene H atoms are disordered over two positions with a site-occupancy ratio of 0.633 (3):0.367 (3). In the crystal structure, intermolecular C-HÁ Á ÁF interactions link neighboring molecules into infinite chains along the b axis. In addition, C-HÁ Á Á interactions link these molecules along [101] , forming a two-dimensional network parallel to (101).
Related literature
For the structures of compounds with non-linear properties, see, for example: Chantrapromma et al. (2006); Fun et al. (2008) ; Patil et al. (2007) . Table 1 Hydrogen-bond geometry (Å , ). 
Experimental
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
